sequences were amplified by polymerase chain reaction using primers ITS1(5'-TCCGTAGGTGAACCTGCGG-3') and ITS4 (5'-TCCTCCGCTTATTGATATGC-3').
And the ITS region was sequenced and compared with the GenBank database, which indicated that the ITS sequence of fungal isolate SCSGAF 0023 (GenBank access number JN850988) shared a similarity of 99% with Penicillium oxalicum strain F3 (JF793525.1).
Fungal strain cultivation and fermentation
The fungal strain was inoculated in PDA liquid medium (containing 20 g/L glucose, 200 g/L potato, and 30 g/L sea salt) and then cultured in 200×150 mL volumes PDA liquid nutrient medium without shaking for 30 days at 28 °C. The 30 L fermentation broth was filtered through cheesecloth to separate the broth supernatant and mycelia.
The former was extracted with ethyl acetate, while the latter was extracted with 80% acetone. The acetone extract was evaporated under reduced pressure to afford an aqueous solution and then extracted with ethyl acetate. The two ethyl acetate extracts were combined and concentrated in vacuo to give a yellow oily residue (16 g).
Isolation and identification of compounds
The yellow oily residue (16 g) was subjected to silica gel column chromatography (5×85 cm) on silica gel (320 g, 80-100 mesh), eluting with CHCl3-MeOH (v/v from 1:0 to 1:1, then pure MeOH, each 4.8 L) to give six fractions (F01, 3 g; F02, 3.9 g; F03, 2.4 g; F04, 3 g; F05, 3.2 g; F06, 0.2 g). Fraction F03 (2.4 g) was subjected to column chromatography (2.8 × 60 cm) on silica gel (96 g, 100-200 mesh) and eluted with CHCl3-acetone (v/v from 9:1 to 1:1, then pure acetone, each 1 L) to give five subfractions (F0301, 478.6 mg; F0302, 717.2 mg; F0303, 652.8 mg; F0304, 268.1mg; F0305, 194.5 mg) . Subfraction F0303 was separated over a Sephadex LH-20 column (1.8 × 160 cm), eluting with CHCl3/MeOH (v/v 1:1) to give five subfractions (F030301, 236.2 mg; F030302, 248.6 mg; F030303, 91.5 mg; F030304, 63.9 mg; F030305, 58.6 mg), and subfraction (F030303) was further purified with semi-preparative reversed-phase (RP) HPLC (YMC-Pack, ODS S-5ì 250×10 mm i.d., 3 mL/min), using CH3OH/H2O (v/v 45:55) to yield 1 (t R = 20.1 min, 21 mg), 2 (t R = 23.0 min, 1.7 mg), and 3 (t R = 21.8 min, 1.2 mg).
Furthermore, the fungal strain was fermented again as the above described. A yellow oily residue (80 g) was obtained from the 150 L fermentation broth, and then compound 2 (20 mg) was gained by the same isolatiom procedure. 
Preparation of (R)-MTPA (1a, 2a) and (S)-MTPA (1b, 2b) esters
Compound 1 (2.0 mg, 4.7 µmol) was transferred into a clean 5 mL round bottom flask and dried completely under the vacuum of an oil pump, respectively. Deuterated pyridine (0.5 mL), DMAP (2.0 mg, 16.3 µmol), and (S)-(+)--methoxy--(trifluoromethyl) phenylacetyl chloride (10 µL) were added into the round bottom flask immediately, and then the flask was put on a rotary shaker (200 rpm) at 28 °C for 9 h. The reaction was quenched by the addition of a few drops of purified water. 
Preparation of acetylized esters 4-7
A solution of compound 1 (4.0 mg, 9.4 µmol) in pyridine (0.8 mL) was added with acetic anhydride (0. 
Absolute configuration of C-11 tertiary alcohol in 1b and 2b
A sample of 1b or 2b (0.15 mg, respectively) was dissolved in a dry solution of
[Rh 2 (OCOCF 3 ) 4 ] complex (0.6 mg) in CHCl 3 (300 µL). The first CD spectrum was recorded immediately after mixing, and its time evolution was monitored until stationary (ca. 10 min after mixing). The inherent CD was subtracted. The observed sign of the E band at ca. 350 nm in the induced CD spectrum was correlated to the absolute configuration of the C-11 tertiary moiety.
Absolute configuration of the tert/sec 11,13-diol moiety in 1 and 2 HPLC grade DMSO was dried with 4 Å molecular sieves. A mixture of 1:1.3 diol/Mo 2 (OAc) 4 for 1 or 2 was subjected to CD measurements at a concentration of 0.125 mg/mL. The first CD spectrum was recorded immediately after mixing, and its time evolution was monitored until stationary (about 10 min after mixing). The inherent CD was subtracted. The observed signs of the diagnostic bands at around 400 nm in the induced CD spectrum were correlated to the absolute configuration of the tert/sec 11, 13-diol moiety.
Cytotoxic assay
Cytotoxic activity was evaluated using A375, A549, HeLa, MCF-7, Hep-2, HepG2, and SW-620 cell lines by MTT method. In MTT assay, SW-620 was grown in RPMI-1640 medium and A375, A549, HeLa, MCF-7, Hep-2, and HepG2 were grown in DMEM medium, supplemented with 10% FBS under a humidified atmosphere of 5% CO 2 and 95% air at 37 °C. Cells (6×10 Figure 1S . 
